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<160> 50 

<170> Patentin version 3.1 

<210> 1 

<211> 19 , • 

<212> RNA ■ 

<213> Mus musculus 

<220> 

<223> Inventor: Nagai, Ryozo; Manabe, Ichiro; Ishihara, Atsushi; 
Inventor: Tottori, Tsuneaki 



<210> 2 ■ 

<211> 19 ■ 

<212> RNA . 

<213> Mus musculus • 

<400> 2 

auuuaccugc cacucugcc 19 

<210> 3 

<211> 19 

<212> RNA . 

<213> Mus' musculus 



<400> 1 
caugaacguc 



uuccucccu 



.19 



<4O0> 3 
ggaguaaccc 



ggaucugga 



19 



<210> 4 . 

<211> .19 

<212> RNA 

<213> Mus 



musculus 
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<400> 4 

aagcucaccu gaggacuca 



<210> 5 

<211> 19 

<212> . RNA 

<213> Mus musculus 

<400> 5 

uccccagacc guccaugcc 



<210> 6 

<211> 19 

<212> RNA 

<213> Mus musculus 

<400> 6 . 
cgcugcgccc acccgccug 



<210> 7 

<211> 19 

<212> . RNA 

<213> Mus musculus 

<400> 7 

aug.gagaagu aucugacco 

<210> 8 

<211> 19 

<212> RNA 

<213> Mus musculus 

<400> 8 

aguauagacg agacagugc 



<210> 9 

<211> 19 

<212> RNA 

<213> Mus musculus 

<400> 9 

accagacggc aguaaugga 



<210> 10 
<211> 19 
<212> RNA 



<213> Mus musculus 



<400.> 10 

gcucagagcc uggaagucc 



<210> 11 

<211> 19 

<212> RNA 

<213> Mus musculus 

<400> 11 

gccguuccag ugcauggug 



<210> 12 

<211> 19 

<2I2> RNA . 

<213> Homo sapiens 

<400> 12 

auuuaccGac cacccugcc 



<210> 13 

<211> 19 

<212> RNA • 

.<213> Homo sapiens 

<400>. 13 

ggaguaaccc. cgauuugga 



<210> 14 

<211> 19 , 

<212> RNA 

<213> Homo sapiens 

<400> 14 

auggagaagu aucugaqac 

<210> 15 

<211> 19 

<212> RNA 

<213> Homo sapiens 

<400> 15 

aucagacagc agcaaugga 



<210> 16 
<211> 19 



<212-> RNA 

<213> Homo sapiens 

<400> 16 

gcccuuGcag. ugcggggug . 

<210> 17' 

<211> 21 

<212>, RNA 

<213> Artificial 

<220> 

<223> siRNA No. 1 sense strand 
<220> 

<221> misc_feature 

<222> (20). .(21) 

<223> DNA 

<400> 17 

caugaacguc uucbuccciit t 



<210> 18 

<211> 21 

<212> RNA • 

<213> Artificial 

<220> 

<223> siRNA No. I antisense strand 
<220> 

<221> misc_feature 

<222> (20). .(21) 

<223> DNA 

<400> 18 

agggaggaag acguucaugt t , 



<210> 19 

<211> 21 

<212> RNA . 

<213> Artificial 

<220> 

<223> siRNA No. 2 sense strand 

<400> 19 

auuuaccugc cacucugccu u 



<210> 20 
<211> .21 
<212> RNA 
<213> Artificial 

<220> , . ■ ^ . 

<223> siRNA No. 2 antisense strand 

<400> 20 

gfcagagugg cagguaaauu u 21 



<210> '21 
<211> 21 
<212> RNA 
<213> Artificial 

<220> 

<223> siRNA No. 3 sense strand 
<400> 21 

ggaguaaccc ggaucuggau u 21 



<210> 22 ■ . 

<211> 21 

<212> RNA 

<213> Artificial 

<220> ' - 

<223> slRNA #3 antisense strand 

<400> 22 

uccagauccg gguuacuccu u ■ 21 



<210> 23 

<211> 21 • 

<212> RNA 

<213> Artificial 

<220> 

<223> siRNA No. 4 sense strand 

<400> 23 

aagcucaccu gaggacucau u 21 



<210> 24 

<211> 21 

<212> RNA 

<'213> Artificial 
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<220> 

<223> siRNA No. 4 antisense strand 
<4O0> 24 

ugaguccuca ggugagcuuu u . ' , ' 



<210> 25 . 

<211> 21 " . 

<212> RNA 

<213> Artificial 

<220> 

<223> siRNA No. 5 sense strand 

<400> 25 

uccccagacc guccaugccu u 



<210> 26 

<2H> 21 , • 

<212> RNA 

<213> Artificial 

.<220> 

<223> siRNA No. 5 antisense strand 

<400> 26 

ggcauggacg gucugggggu u 

<210> 27 . . 

<211> 21 

<212> RNA. 

<213> Artificial 

<220> 

<223> siRNA No. 6 sense strand 

<400> 27 

cgcugcgccc acccgccugu u 



<210> 28 

<211> 21 

<212> RNA 

<213> Artificial 

<220> 

<223> siRNA No. 6 antisense strand 

<4O0>, 28 

caggcgggug ggcgcagcgu u 



29 
21 
RNA 

Artificial 
<220> 

<223> siRNA No. 7 sense strand 
<400.> 29 

auggagaagu aucugacccu u 



<210> 30 
<211> 21 
<212> RNA" 
<213> Artificial 

<220> . . 

<223> siRNA No. 7 antisense strand 

<400> . 30 

gggucagaua cuucuccauu u 



<210> 31 

<211> 21 

<212> RNA 

<213> Artificiar 

<220> 

<223> siRNA No. 8 sense strand 

<400> 31 

aguauagacg agacagugcu u 



<210> 32 

<211> 21 ■ 

<2l2> RNA 

<213> Artificial 

<220> 

<223> siRNA No. 8 antisense strand 

<400> 32 

gcacugucuc gucuauacuu u 



<210> 
<211> 
<212> 
<213> 



<210> 33 

<211> 21 
<212> RNA 



<2r3> Artificial 
<220> 

<223> siRNA No. 9 sense strand 

<400> 33 . . 
accagacggc aguaauggau u 



34 . 
21 . 
RNA 

Artificial 

<220> 

<223> siRNA No. 9 antisense strand 
<400> 34 

uccauuacug ccgucuggcu u 



<210> 35 

<211> 21 

<212> RNA 

<213> Artificial 

<220> 

<223> SiRNA No. 10 sense strand 

<400> 35 

gcucagagcc uggaaguccu u 



<210> 36 

<211> 21 

<212> RNA 

<213> Artificial 

<220> 

<223> siRNA No. 10 antisense strand 

<400> 36 

ggacuuccag gcucugagcu u 



<210> 37 

<211> 21 

<212> RNA 

<213> Artificial 

<220> 

<223> siRNA No. 11 sense strand 



<210> 
<211> 
<212> 
<213> 



<400> 37 

gccguuccag ugcauggugu u 



<210> 38 ■ 

<211> 21 

<212> RNA 

<213> Artificial 

<220> " . 

<223> siRNA No. 11 antisense strand 

<400> .38 ; 
caccaugcac uggaacggcu u 

<210> 39 

<211> 21 

<212> RNA 

<213> Artificial 

<220> 

<223> SEAP-siRNA sense strand . 

<400> 39 

agggcaacuu- ccagaccauu u 

<210> 40 

<211> 21 • 

<212> RNA 

.<213> Artificial , 

<220> • 

<223> SEAP-siRNA antisense strand 

<400> 40 

auggucugga aguugcccuu u 

<210> 41 

<211> 20 

<212> DNA • 

<213> Artificial 

<220> 

<223> KLF-5 gene specific forward primer 

<400> 41 . 
ggttgcacaa aagtttatac 

<210> 42 



9/17 



<211> 22 

<212> DNA 

<213> Artificial 



<220> 

<223> KLF5 gene specific riverse primer 
<400> 42 

ggcttggcgc ccgtgtgctt cc 



<210> 43 

<211> 22 . 

<212> DNA 

<213> Artificial 

<22d> 

<223>. PDGF-A gene specific forward- .primer 
<400> 43 

ctccagcgac tcttggagat ag 



<210> 44 

<211> 22 

<212> DNA ' 

<213> Artificial 

<220> 

<223> PDGF-A gene specific riverse primer 

<400> 44 

ttcaggttgg aggtcgcaca tg 



<210> 45 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> SMemb gene specific forward" primer 

<400> 45 

aatgcccgcc agcagctgga g'cgac 



<210> 46 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 
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<223> SMemb gene specific river.se primer 

<400> 46 . . 
gctccttata ctgatccgca tgccg 



47 • . . 

25 
DNA 

Artificial 
<220> 

<223> SRF gene specific forward primer 
<400> 4.7 

tggcaccagt gtctgctact gtcag 



<210> 48 

<211> 25 

<212>. DNA 

<213> Artificial 

<220> 

<223> SRF gene specific riverse primer 

<400> 48 

gctgccctat cacagccatc tggtg 



<210> 49 . ■ 

<211> 1591 

<212> DNA 

<.213> Mus musculus 

<220> 

<221> CDS 

<222> (167). .(1507) 
<223> 

<400> 49 

ccgagcccag gagccccgat ctccgtgccc gccttcgtga gcgtctggct gccggcccag 

gggtcccccg ccgcggcccc ccgccgagtc cgccgtcccg tgccagcccg agcgaggtgg 

gatcgcgatc gctccgtgtc d^cgctcccgt aatccccaga ccgtcc atg ccc acg 

Met Pro Thr 
1 

egg gtg ctg acc atg age gcc cgc ctg gga cca ctg ccc cag ccg ccg 
Arg Val Leu Thr Met Ser Ala Arg Leu Gly Pro Leu Pro Gin Pro Pro 
5- 10 15 



<210> 
<211> 
<212> 
<213> 
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gcc gcg cag gcc gag ccc gtg ttc gcg cag etc aag ccg gtg ctg ggc 271 
Ala Ala Gin Ala Glu Pro Val Phe Ala. Gin Leu Lys Pro Val Leu Gly 
20 "25 . 30 . . 35 

get gcg aac ccg gcc cgc gaegeg gcg etc; ttc tec gga gae ^at ctg 319 
Ala Ala Asn Pro Ala Arg Asp Ala Ala Leu Phe Ser Gly Asp Asp Leu 
40 45 50 

aaa cac gcg cac cac .caic ccg ect gcg ccg ccg cea gee get ggc ccg 367 
Lys His Ala His His His Pro Pro Ala Pro Pro Pro. Ala. Ala Gly Pro 
55 60 65 

cga ctg ccc teg gag gag ctg gte cag aca aga tgt gaa atg gag aag 415 
Arg Leu Pro Ser Glu Glu Leu Val Gin Thr Arg Cys Glu Met Glu -Lys 
70 75 .80 

tat ctg acc cct cag etc cct cea gtt ccg. ata att tea gag eat aaa 463 
Tyr Leu Thr Pro Gin Leu Pro Pro Val Pro He He Ser Glu His Lys 
85 90 95 

aag tat aga cga gac agt gcc tea gtg gta gac cag ttc ttc act gae 511 
Lys Tyr Arg Arg Asp, Ser Ala Ser Val Val Asp Gin Phe Phe Thr Asp 
100 105 110 ■ ' 115 

act gaa ggc ata cct tac'agc ate aac atg aac gte ttc etc cct gac 559 
Thr Glu Gly He Pro Tyr Ser. He Asn Met Asn Val Phe Leu Pro Asp 
120 125 130 , . 

ate act cac ctg aga act ggc etc tac aaa tec cag aga cea tgc.gta 607 
He Thr His Leu Arg Thr Gly Leu Tyr Lys Ser Gin Arg Pro Cys Val 
135. ■ 140 145 

aca cag ate aag aca gaa ect gtt ace att ttc age cac cag age gag 655 
Thr Gin He Lys Thr Glu Pro Val Thr He Phe Ser His Gin Ser Glu 
150 155 160 . 

teg acg gee ect cct ect cct ccg gcc ccc ace cag get etc ccc gag 703 
Ser Thr Ala Pro Pro Pro Pro Pro Ala Pro Thr Gin Ala Leu Pro Glu 
165 170 175 

ttc act agt ate ttc age tec cac cag acc aca gcg cea cea. cag gag 751 
Phe Thr Ser He Phe Ser Ser His Gin Thr Thr Ala Pro Pro Gin Glu 
180 ■ 185 190 195 

gtg aac aat ate ttc ate aaa caa gaa ett cct ata cea gat ett eat 799 
Val Asn Asn He Phe He Lys Gin Glu Leu Pro He Pro Asp Leu His 
200 205 210' 

etc tct gte cct tec cag cag ggc cac ctg tac cag ctg ttg aat aca 847 
Leu Ser Val Pro Ser Gin Gin Gly His Leu Tyr Gin Leu Leu Asn Thr 
215 220 225 

ccg gat eta gac atg ccc agt teg aca aac cag acg gca gta atg gae 895 
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Pro Asp Leu Asp Met Pro Ser Ser Thr Asn Gin Thr Ala Val Met Asp 

230 ■ 235 240 

-acc ctt aat gtt tct atg gca ggc ctt aac cca cac ccc tct get gtt 943 

Thr Leu Asn Val Ser Met Ala Gly Leu Asn Pro His Pro Ser Ala Val . 
■ ■ 245 250 . 255 

cca cag acg. tea atg aa'a cag ttc eag gge atg eee cct tge acg tae 991' 

Pro Gin Thr Ser. Met Lys Gin Phe Gin Gly Met . Pro Pro Cys Thr Tyr 
260 265 . 270 . 275 

acc atg cea agt cag ttt ctt cca cag eag gee act tat ttt ccc ccg 1039 

Thr Met Pro Ser Gin Phe Leu Pro Gin Gin Ala Thr Tyr Phe Pro Pro 
280. 285 290 

tea eca cea age tea gag cct gga agt ccc gat aga caa get gag atg 1087 

Ser Pro Pro Ser Ser Glu Pro Gly Ser Pro Asp Arg Gin Ala Glu Met 
295 300 ■ 305 

etg cag aat etc acc cca cct ecg tee tat gee get aca att get tec' 1135 

Leu Gin Asn Leu Thr Pro Pro Pro Ser Tyr Ala Ala Thr He Ala Ser 

310 315 320 

aaa etg gcg att cac aac cca aat tta cct gee act etg cea gtt aat 1183 

Lys Leu Ala He His Asn Pro Asn Leu Pro Ala Thr Leu Pro Val Asn 
325 330 335 

tog cca act etc cca cct gtc aga tae aac aga agg agt aac ccg gat 1231 

Ser Pro Thr Leu Pro Pro. Val Arg Tyr Asn Arg Arg Ser Asn Pro Asp 
340 345 350 355 

etg gag aag ega cgt ate cac ttc tgc gat tat aat ggt tgc aca aaa 1279 

Leu Glu Lys Arg Arg- He His Phe Cys Asp Tyr Asn Gly Cys Thr Lys 

360 365 370 ■ 

gtt tat aca aag teg tct cac tta aaa get cac etg agg act cat acg 1327 

Val Tyr Thr Lys Ser Ser His Leu Lys Ala His Leu Arg Thr His Thr 
375 380 . 385 

ggc gag aag ccc tac aag tgc ace tgg. gag gge tge gac tgg agg ttt 1375 

Gly Glu Lys Pro Tyr Lys Cys Thr Trp Glu Gly Cys Asp Trp Arg Phe 

390 395 . 400 

gcc egg teg gat gag etg acc cgc cac tac agg aag cac acg gge gcc 1423 

Ala Arg Ser Asp Glu Leu Thr Arg His Tyr Arg Lys His Thr Gly Ala 
405 410 415 

aag ccg ttc eag tgc atg gtg tge caa cgc age ttc tec cgc tee gac 1471 

. Lys Pro Phe Gin Cys Met Val Cys Gin Arg Ser Phe Ser Arg Ser Asp 
420 425 -430 435 

cac etc gcg etg cac atg aag cgc cac cag aac tga gcgagegaac 1517 
His Leu Ala Leu His Met Lys Arg His Gin Asn 
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440 445 
gctgcgccca cccgcctgac gccttgcagt ccgctttgcc atcctttaaa ccgcagacct 1577 
aacttcataa aaag ■ 1591 



<210> 50 

<211> 3359 

<212> DNA ■ '.. 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (312). . (1685) 
<400> 50 

ggtacgtgcg ctcgcggttc tctcgcggag gtcggcggtg gcgggagcgg gctccggaga 60 

gcctgagagc acggtggggc ggggcgggag aaagtggccg cccggaggac gttggcgttt 120 

acgtgtggaa gagcggaaga gttttgcttt. tcgtgcgcgc cttcgaaaac tgcctgccgc 180 

tgtctgagga gtccacccga aacctcccct cctccgccgg cagccccgcg ctgagctcgc 240 

cgacccaagc cagcgtgggc gaggtgggaa gtgcgcccga cccgcgcctg gagctgcgcc 300. 

cccgagtgcc c atg get aca agg gtg ctg age atg age gee ege etg gga 350 
Met Ala Thr Arg Val Leu Ser Met Ser Ala Arg. Leu Gly 
.1 5 10 • 

cec gtg ccc cag ccg ccg gcg ccg cag 
Pro Val Pro Gin Pro Pro Ala Pro Gin 
15 20 

etc aag ccg gtg ctg gge gee gcg aat 
Leu Lys Pro Val Leu Gly Ala Ala Asn 
30 35 

ttc ccc ggc gag gag ctg aag cac gcg 
Phe Pro Gly Glu Glu Leu Lys His Ala 

50 . 

ccc gcg ccc gcg cag gcc ccg cag ccg 
Pro Ala Pro Ala Gin Ala Pro Gin Pro 
65 70 

ccg egg ctg cot eca gag gac ctg gtc 
Pro Arg Leu Pro Pro Glu Asp Leu Val 
80 .85 

aag tat etg aca cct cag ctt ect cca 
Lys Tyr Leu Thr Pro Gin Leu Pro Pro 



gac gag ccg gtg ttc gcg cag 398 

■ Asp Glu Pro Val Phe Ala Gin 
25 

ccg gcc cgc gac gcg gcg etc 446 

Pro Ala Arg Asp Ala Ala Leu 

40 45 

cac cac cic ccg cag gcg cag 494 
His His Arg Pro Gin Ala Gin 
55 60 

gee cag ccg ccc gcc acc ggc 542 
Ala Gin Pro Pro Ala Thr Gly 
75 

cag aca aga tgt gaa atg gag 590 
Gin Thr Arg Cys Glu Met Glu 
90 

gtt cet ata att cca gag cat 638 
Val Pro He He Pro Glu His 



14/17 



95 100 105 

aaa aag tat aga cga gac agt gcc tea gtc gta gac cag ttc ttc act 686 
Lys Lys Tyr Arg Arg Asp SerAla Ser Val Val Asp Gin Phe Phe Thr 
110 115 120 125 

gac act gaa ggg tta cct tacagt ate aac atg aac gtc ttc etc. cct 734 
Asp Thr Glu Gly Leu Pro Tyr Ser lie Asn Met Asn Val Phe Leu Pro 

■ 130 135- 140 . , 

gac ate act cac ctg aga act ggc etc tac aaa tec cag aga ccg tgc 782 
Asp He Thr His Leu Arg Thr Gly Leu Tyr Lys Ser Gin Arg Pro Cys 
145 150 155 

gta aca cac ate aag aca gaa cct gtt gcc att ttc age cac cag agt 830 
Val Thr His He Lys Thr Glu Pro Val Ala He Phe Ser His Gin Ser 
160 165 . 170 

gaa acg act gcc cct cct ccg gcc, ccg acc cag gcc etc cct gag ttc- 878 
Glu Thr Thr Ala Pro Pro Pro Ala Pro Thr Gin Ala Leii Pro Glu Phe 
175 180 .185 

acc agt ata ttc age tea cac cag ace gea get cea gag gtg aac aat 926 
Thr Ser He Phe . Ser Ser His Gin Thr Ala Ala Pro Glu Val Asn Asn 
190 195 200 205 

att ttc ate aaa.caa gaa ctt cct aca cea gat ctt cat ett tct gtc 974 
He Phe He Lys Gin Glu Leu Pro Thr Pro Asp Leu His Leu Ser Val 
210 215. 220 

cct acc cag cag ggc cac ctg tac cag eta ctg aat aca ccg gat eta 1022 
Pro Thr. Gin Gin Gly His Leu Tyr Gin Leu Leu Asn Thr Pro Asp Leu 
225 230 235 

gat atg cce agt tct aca aat- cag ,aca gca gea atg gac act ctt aat 1070 
Asp, Met Pro Ser Ser Thr Asn Gin Thr Ala Ala Met Asp Thr Leu Asn 
240 245 250 

gtt tct atg tea get gcc atg gca ggc ctt aac aca cac acc tct get 1118 
Val Ser Met Ser Ala Ala Met Ala Gly Leu Asn Thr. His Thr Ser Ala 
555 260 265 

gtt ccg cag act gca g'^tg aaa caa ttc cag ggc atg cce cct tgc aca 1166 
Val Pro Gin Thr Ala Val Lys Gin Phe Gin Gly Met Pro Pro' Cys Thr 
270 275 280 285 

tac. aca atg cea agt cag ttt ctt cea caa eag gcc act tac ttt cce 1214 
Tyr Thr Met Pro Ser Gin Phe Leu Pro Gin Gin Ala Thr Tyr Phe Pro 
290 . 295 300 

ccg tea cea cea age tea gag cct gga agt cea gat aga' caa gea gag 1262 
Pro Ser Pro Pro Ser Ser Glu Pro Gly Ser Pro Asp Arg Gin Ala Glu 
• 305 310 315 
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atg etc cag aat tta acc cca cct cca tec tat get get aca att get 1310 
Met Leu Gin Asn Leu Thr Pro Pro Pro Ser TyrAla Ala Thr He Ala 
320 325 330 

tct aaa ctg gca att cac aat cca aat tta ccc acc acc ctg cca gtt . 1358 
•Ser Lys Leu Ala He His Asn Pro Asn. Leu. Pro Thr Thr Leu Pro Val 
.335 ... 340 • 345 . 

aac tea caaaac ate caa cct gtc aga tac aat aga agg agt aac ccc 1406 
Asn Ser Gin Asn He Gin Pro Val Arg .Tyr Asn Arg Arg'Ser Asn Pro 
350 355 360 : . 365 

gat ttg gag aaa cga cgc ate cac tac tgc gat tac cct ggt tgc aca 1454 
Asp Leu Glu Lys Arg Arg He His Tyr Cys Asp Tyr Pro Gly Cys Thr / 
370 375 380 

aaa. gtt tat acc aag tct tct cat tta aaa get cac ctg agg act cac 1502 
Lys Val Tyr Thr Lys Ser Ser His Leu Lys Ala His Leu A'rg Thr His 
385 ; 390 395 

act ggt gaa aag cca tac aag tgt acc tgg gaa ggc tgc gac tgg agg 1550 
Thr Gly Glu. Lys Pro Tyr Lys Cys Thr Trp Glu Gly Cys Asp Trp Arg • 
400 405 410 

ttc gcg cga teg gat gag ctg acc cgc cac tac egg aag cac aca ggc 1598 
• Phe Ala Arg Ser Asp Glu Leu Thr Arg His Tyr Arg Ly^ His Thr Gly 
415 420 .425 

gee aag ccc ttc cag tgc ggg gtg tgc aac cgc age ttc teg cgc tct 1646 
Ala Lys Pro Phe Gin Cys Gly Val" Cys Asn Arg Ser Phe Ser Arg Ser 
430 435 440^ 445 

gac cac ctg gcc ctg cat atg aag agg cac cag aac tga gcactgcccg 1695 
Asp His Leu Ala Leu His Met Lys Arg His Gin Asn 
450 455 

tgtgacccgt tccaggtccc ctgggctccc tcaaatgaca gacctaacta ttcctgtgta 1755 

aaaacaacaa aaacaaaaaa aaaacaagaa aaccacaact aaaactggaa atgtatattt 1815 

tgtatatttg agaaaacagg gaatacattg tattaatacc aaagtgtttg gtcattttaa 1875 

gaatctggaa tgcttgctgt aatgtatatg gctttactca agcagatctc atctcatcte 1935 

atgacaggca gccagtctca acatgggtaa ggggtggggg tgaaggggag tgtgtgcagc 1995 

gtttttacct aggcaccatc atttaatgtg acagtgttca gtaaacaaat cagttggcag 2055 

gcaccagaag aagaatggat tgtatgtcaa gattttactt ggcattgagt agtttttttc 2115 

aatagtaggt aattccttag agatacagta tacctggcaa ttcacaaata gccattgaac 2175 
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aaatgtgtgg gtttttaaaa attatataca tatatgagtt gcctatattt gctatteaaa 2235 

attttgtaaa tatgcaaatc agctttatag gtttattaca agttttttag gattcttttg 2295 

gggaagagtc ataattcttt tgaaaataac catgaataca cttacagtta ggatttgtgg" 2355 

taaggtacct ctcaacatta ccaaaatca't ttctttagag ggaaggaata atcattcaaa 2415 

tgaactttaa aaaagcaaat ttcatgcact gattaaaata ggattatttt aaatacaaaa 2475 

ggcattttat atgaattata aactgaagag cttaaagata gttacaaaat acaaaagttc 2535 

aacct.Gttac aataagctaa acgcaatgtc atttttaaaa agaaggactt aggggtcgtt 2595 

ttcacatatg acaatgttgc atttatgatg cagttttcaa gtaccaaaac gttgaattga 2655 

tgatgcagtt ttcatatatc gagatgttcg ctcgtgcagt actgttggtt aaatgacaat 2715 

ttatgtggat tttgcatgta atacaeagtg agacacagta attttatcta aattacagtg 2775 

cagtttagtt aatctattaa tactgactca gtgtctgcct ttaaatataa atgatatgtt . 2835 

gaaaacttaa ggaagcaaat gctacatata tgcaatataa aatagtaatg tgatgctgat 2895 

gctgttaacc aaagggcaga ataaataagc aaaatgccaa aaggggtctt aattgaaatg 2955 

aaaatttaat tttgttttta aaatattgtt tatctttatt tattttgtgg taatatagta 3015 

agttttttta gaagacaatt ttcataactt gataaattat agttttgttt gttagaaaag 3075 

ttgctcttaa aagatgtaaa tagatgacaa acgatgtaaa taattttgta agaggcttca 3135 . 

aaatgtttat acgtggaaac acacctacat . gaaaagcaga aatcggttgc tgttttgctt 3195 

ctttttccct .cttatttttg tattgtggtc atttcctatg caaataatgg agcaaacagc 3255 

tgtatagttg tagaattttt tgagagaatg agatgttta.t atattaacga caattttttt 3315 

tttggaaaat aaaaagtgcc taaaaga.aaa aaaaaaaaaa aaaa 3359 
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